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<400> 1 

ggcacgaggc aacttggtct gaattccagg tcactaacca cttgtctctt ctgtttcccc 60 
attcctttct gtctgcccca tccaatttcc tttgccctct tccacctctg tatttttctg 120 
tctgtccgtc tgtctgtatc ctgcctccct gcccctctcg ctccaccccc cgcaggtcgg 180 
gcctgccttc accttctccc acttccttcc ccttccccac cccgtgcccc ctccatggag 240 
aggaacagac cccttctctg tccagtctaa cccaggtccc tccccaaccc cctcctccct 300 
cctttccccc cgcccctcct ccctcctggg gcgagggggg cctccctccc tctccccccc 360 
ttctctctct ctccgagggg ggggggtccc agggagggag ggggggtccc ccgatcagc 419 
atg tgg etc ctg gcg ctg tgt ctg gtg ggg ctg gcg ggg get caa cgc 467 
Met Trp Leu Leu Ala Leu Cys Leu Val Gly Leu Ala Gly Ala Gin Arg 
15 10 15 

ggg gga ggg ggt ccc ggc ggc ggc gec ccg ggc ggc ccc ggc ctg ggc 515 
Gly Gly Gly Gly Pro Gly Gly Gly Ala Pro Gly Gly Pro Gly Leu Gly 
20 25 30 

etc ggc age etc ggc gag gag cgc ttc ccg gtg gtg aac acg gee tac 563 
Leu Gly Ser Leu Gly Glu Glu Arg Phe Pro Val Val Asn Thr Ala Tyr 
35 40 45 

999 c 9 a 9^9 C 9 C 99^- 9^9 c 99 C 9 C 9^9 ctc aac aac 9 a 9 atc ct 9" 99 c 611 
Gly Arg Val Arg Gly. Val Arg Arg Glu Leu Asn Asn Glu lie Leu Gly 
50 55 60 



ccc gtc gtg cag ttc ttg ggc gtg ccc tac gec acg ccg ccc ctg ggc 
Pro Val Val Gin Phe Leu Gly Val Pro Tyr Ala Thr Pro Pro Leu Gly 
65 70 75 80 



659 



gcc cgc cgc ttc cag ccg cct gag gcg ccc gcc teg tgg ccc ggc gtg 707 
Ala Arg Arg Phe Gin Pro Pro Glu Ala Pro Ala Ser Trp Pro Gly Val 
85 90 95 

cgc aac gcc acc acc ctg ccg ccc gcc tgc ccg cag aac ctg cac ggg 755 
Arg Asn Ala Thr Thr Leu Pro Pro Ala Cys Pro Gin Asn Leu His Gly 
100 105 110 

gcg ctg ccc gcc ate atg ctg cct gtg tgg ttc acc gac aac ttg gag 803 
Ala Leu Pro Ala lie Met Leu Pro Val Trp Phe Thr Asp Asn Leu Glu 
115 120 125 

gcg gcc gcc acc tac gtg cag aac cag age gag gac tgc ctg tac etc 851 
Ala Ala Ala Thr Tyr Val Gin Asn Gin Ser Glu Asp Cys Leu Tyr Leu 
130 135 140 

aac etc tac gtg ccc acc gag gac ggt ccg etc aca aaa aaa cgt gac 899 
Asn Leu Tyr Val Pro Thr Glu Asp Gly Pro Leu Thr Lys Lys Arg Asp 
145 150 155 160 

gag gcg acg etc aat ccg cca gac aca gat ate cgt gac cct ggg aag 94 7 

Glu Ala Thr Leu Asn Pro Pro Asp Thr Asp lie Arg Asp Pro Gly Lys 
165 170 175 

aag cct gtg atg ctg ttt etc cat ggc ggc tec tac atg gag ggg acc 995 
Lys Pro Val Met Leu Phe Leu His Gly Gly Ser Tyr Met Glu Gly Thr 
180 185 190 

gga aac atg ttc gat ggc tea gtc ctg get gcc tat ggc aac gtc att 1043 
Gly Asn Met Phe Asp Gly Ser Val Leu Ala Ala Tyr Gly Asn Val lie 
195 200 205 

gta gcc acg etc aac tac cgt ctt ggg gtg etc ggt ttt etc age acc 1091 
Val Ala Thr Leu Asn Tyr Arg Leu Gly Val Leu Gly Phe Leu Ser Thr 
210 215 220 

ggg gac cag get gca aaa ggc aac tat ggg etc ctg gac cag ate cag 113 9 

Gly Asp Gin Ala Ala Lys Gly Asn Tyr Gly Leu Leu Asp Gin lie Gin 
225 230 235 240 

gcc ctg cgc tgg etc agt gaa aac ate gcc cac ttt ggg ggc gac ccc 1187 
Ala Leu Arg Trp Leu Ser Glu Asn lie Ala His Phe Gly Gly Asp Pro 
245 250 255 

g a g cgt ate acc ate ttt ggt tec ggg gca ggg gcc tec tgc gtc aac 123 5 

Glu Arg He Thr He Phe Gly Ser Gly Ala Gly Ala Ser Cys Val Asn 
260 265 270 

ctt ctg ate etc tec cac cat tea gaa ggg ctg ttc cag aag gcc ate 1283 
Leu Leu He Leu Ser His His Ser Glu Gly Leu Phe Gin Lys Ala He 
275 280 285 

gcc cag agt ggc acc gcc att tec age tgg tct gtc aac tac cag ccg 1331 
Ala Gin Ser Gly Thr Ala He Ser Ser Trp Ser Val Asn Tyr Gin Pro 
290 295 300 



etc aag tac acg egg ctg ctg gca gec aag gtg ggc tgt gac cga gag 1379 
Leu Lys Tyr Thr Arg Leu Leu Ala Ala Lys Val Gly Cys Asp Arg Glu 
305 310 315 320 

gac agt get gaa get gtg gag tgt ctg cgc egg aag ccc tec egg gag 1427 
Asp Ser Ala Glu Ala Val Glu Cys Leu Arg Arg Lys Pro Ser Arg Glu 
325 330 335 

ctg gtg gac cag gac gtg cag cct gec cgc tac cac ate gec ttt ggg 1475 
Leu Val Asp Gin Asp Val Gin Pro Ala Arg Tyr His He Ala Phe Gly 
340 345 350 

ccc gtg gtg gat ggc gac gtg gtc ccc gat gac cct gag ate etc atg 1523 
Pro Val Val Asp Gly Asp Val Val Pro Asp Asp Pro Glu He Leu Met 
355 360 365 

cag cag gga gaa ttc etc aac tac gac atg etc ate ggc gtc aac cag 1571 
Gin Gin Gly Glu Phe Leu Asn Tyr Asp Met Leu He Gly Val Asn Gin 
370 375 380 

gga gag ggc etc aag ttc gtg gag gac tct gca gag age gag gac ggt 1619 
Gly Glu Gly Leu Lys Phe Val Glu Asp Ser Ala Glu Ser Glu Asp Gly 
385 390 395 400 

gtg tct gec age gee ttt gac ttc act gtc tec aac ttt gtg gac aac 1667 
Val Ser Ala Ser Ala Phe Asp Phe Thr Val Ser Asn Phe Val Asp Asn 
405 410 415 

ctg tat ggc tac ccg gaa ggc aag gat gtg ctt egg gag ace ate aag 1715 
Leu Tyr Gly Tyr Pro Glu Gly Lys Asp Val Leu Arg Glu Thr He Lys 
420 425 430 

ttt atg tac aca gac tgg gee gac egg gac aat ggc gaa atg cgc cgc 1763 
Phe Met Tyr Thr Asp Trp Ala Asp Arg Asp Asn Gly Glu Met Arg Arg 
435 440 445 

aaa ace ctg ctg gcg etc ttt act gac cac caa tgg gtg gca cca get 1811 
Lys Thr Leu Leu Ala Leu Phe Thr Asp His Gin Trp Val Ala Pro Ala 
450 455 460 

gtg gee act gee aag ctg cac gee gac tac cag tct ccc gtc tac ttt 1859 
Val Ala Thr Ala Lys Leu His Ala Asp Tyr Gin Ser Pro Val Tyr Phe 
465 470 475 480 

tac acc ttc tac cac cac tgc cag gcg gag ggc egg cct gag tgg gca 1907 
Tyr Thr Phe Tyr His His Cys Gin Ala Glu Gly Arg Pro Glu Trp Ala 
485 490 495 

gat gcg gcg cac ggg gat gaa ctg ccc tat gtc ttt ggc gtg ccc atg 1955 
Asp Ala Ala His Gly Asp Glu Leu Pro Tyr Val Phe Gly Val Pro Met 
500 505 510 



gtg ggt gec acc gac etc ttc ccc tgt aac ttc tec aag aat gac gtc 
Val Gly Ala Thr Asp Leu Phe Pro Cys Asn Phe Ser Lys Asn Asp Val 
515 520 525 



2003 



atg etc agt gee gtg gtc atg acc tac tgg acc aac ttc gec aag act 2051 



Met Leu Ser Ala Val Val Met Thr Tyr Trp Thr Asn Phe Ala Lys Thr 
530 535 540 

ggg gac ccc aac cag ccg gtg ccg cag gat acc aag ttc ate cac acc 2 099 

Gly Asp Pro Asn Gin Pro Val Pro Gin Asp Thr Lys Phe lie His Thr 
545 550 555 560 

aag ccc aat cgc ttc gag gag gtg gtg tgg age aaa ttc aac age aag 2147 
Lys Pro Asn Arg Phe Glu Glu Val Val Trp Ser Lys Phe Asn Ser Lys 
565 570 575 

gag aag cag tat ctg cac ata ggc ctg aag cca cgc gtg cgt gac aac 2195 
Glu Lys Gin Tyr Leu His lie Gly Leu Lys Pro Arg Val Arg Asp Asn 
580 585 590 

tac cgc gec aac aag gtg gec ttc tgg ctg gag etc gtg ccc cac ctg 2243 
Tyr Arg Ala Asn Lys Val Ala Phe Trp Leu Glu Leu Val Pro His Leu 
595 600 605 

cac aac ctg cac acg gag etc ttc acc acc acc acg cgc ctg cct ccc 2291 
His Asn Leu His Thr Glu Leu Phe Thr Thr Thr Thr Arg Leu Pro Pro 
610 615 620 

tac gee acg cgc tgg ccg cct cgt ccc ccc get ggc gee ccg ggc aca 233 9 

Tyr Ala Thr Arg Trp Pro Pro Arg Pro Pro Ala Gly Ala Pro Gly Thr 
625 630 635 640 

cgc egg ccc ccg ccg cct gee acc ctg cct ccc gag ccc gag ccc gag 2387 
Arg Arg Pro Pro Pro Pro Ala Thr Leu Pro Pro Glu Pro Glu Pro Glu 
645 650 655 

ccc ggc cca agg gec tat gac cgc ttc ccc ggg gac tea egg gac tac 2435 
Pro Gly Pro Arg Ala Tyr Asp Arg Phe Pro Gly Asp Ser Arg Asp Tyr 
660 665 670 

tec acg gag ctg age gtc acc gtg gee gtg ggt gec tec etc etc ttc 2483 
Ser Thr Glu Leu Ser Val Thr Val Ala Val Gly Ala Ser Leu Leu Phe 
675 680 685 

etc aac ate ctg gec ttt get gec etc tac tac aag egg gac egg egg 2531 
Leu Asn lie Leu Ala Phe Ala Ala Leu Tyr Tyr Lys Arg Asp Arg Arg 
690 695 700 

cag gag ctg egg tgc agg egg ctt age cca cct ggc ggc tea ggc tct 2579 
Gin Glu Leu Arg Cys Arg Arg Leu Ser Pro Pro Gly Gly Ser Gly Ser 
705 710 715 720 

ggc gtg cct ggt ggg ggc ccc ctg etc ccc gee gcg ggc cgt gag ctg 2627 
Gly Val Pro Gly Gly Gly Pro Leu Leu Pro Ala Ala Gly Arg Glu Leu 
725 730 735 

cca cca gag gag gag ctg gtg tea ctg cag ctg aag egg ggt ggt ggc 2675 
Pro Pro Glu Glu Glu Leu Val Ser Leu Gin Leu Lys Arg Gly Gly Gly 
740 745 750 

9 tc 995 gcg g ac cct gee gag get ctg cgc cct gee tgc ccg ccc gac 2723 
Val Gly Ala Asp Pro Ala Glu Ala Leu Arg Pro Ala Cys Pro Pro Asp 



I 



5 



755 760 765 

tac acc ctg gcc ctg cgc egg gca ccg gac gat gtg cct etc ttg gec 2771 
Tyr Thr Leu Ala Leu Arg Arg Ala Pro Asp Asp Val Pro Leu Leu Ala 
770 775 780 

ccc ggg gcc ctg acc ctg ctg ccc agt ggc ctg ggg cca ccg cca ccc 2819 
Pro Gly Ala Leu Thr Leu Leu Pro Ser Gly Leu Gly Pro Pro Pro Pro 
785 790 795 800 



cca ccg ccc ccc tec ctt cat ccc ttc ggg ccc ttc ccc ccg ccc cct 
Pro Pro Pro Pro Ser Leu His Pro Phe Gly Pro Phe Pro Pro Pro Pro 
805 810 815 



2867 



ccc acc gcc acc age cac aac aac acg eta ccc cac ccc cac tec acc 2915 
Pro Thr Ala Thr Ser His Asn Asn Thr Leu Pro His Pro His Ser Thr 
820 825 830 

act egg gta tagggggtgg gtggggaggc cctcctcccc ggccctccct 2964 
Thr Arg Val 
835 

ggcccggcca ctccgaaggc agggaggagg acttggcaac tggcttttct cctgtggagt 3 024 

cgtcacacgc catccagcag cgctaaggtg gacatgggat tcctccctgc gatgcgtgtc 3 084 

tttcccacgc agagaagece cagtctcttc tctggatctg ggcctttgaa caactggggg 3144 

gcgttttctc ccccccattg ggacaccagt cttcggtgtg tggaatgtgg tattttcccg 3204 

cgtggaggtg tgetttctea caaeggggtg tgttttccca tgtgcagggt gaggtttttt 3264 

tttgccaccc tggacacatg ttggccccct caaagaattt ctgtggggat ttgtacccca 3324 

gaatcctgtt cccccatccc ttctcccacc tcctcccctc tccctccccc tggagaccct 3384 

ggaagtggtg tgttcacata cagtgaccct tggccaccag accacagagg atggagcctg 3444 

ggaagcagcg aggaaatcac agccccctcg cccctgcctc ccttgcccct accccggcga 3504 

agcatgttcc ccccgacgcc ccccttggca caagtcagat gaagcacgtt ctgccgggga 3564 

ggccctcacc ttccagagag gacagacaca gatttcctgc tgggggaggg aggagtccac 3624 

gcatcctgat gctgcctgga agcttatttt cccgtggcca ggacgcattt ctctgagtgg 3684 

aaacaggttc ttgcatgtgg atgtgtgttt ccccaggcag acggcccctc tcttcccagc 3 744 

acttccctgc ctcccccagg cctcaggccc agcacccagt tcctcctcac atggcaggtg 3804 

agcacagact tctagttggc aggagctgag gagggtgaac aaaccccgag ggaggecegg 3864 

cccttgctcc cgagttgggg ggagggggtg tggcaacgtg ccccccgcag aggccacgca 3 924 

tgtttgacca aagccctcat tgtggtccga ggacagcett ttccccaggc ctcagagcat 3 984 

tgctcatccg tgccaaactg ggtaggtgga tttgagcgga aagactccca aaatgtgcca 4044 

agaatttccc agtcccaggc agggcagggg aaactaaggg caagcaggat acagggegag 4104 

ggatgtggca ggtgaggggg ctcccgcctg tgccccttct cctcaccatg tctcccccac 4164 

cctgcctcag ttctccgttc cccttcatct ccgtccccct ctttgaagct gtccccatct 4224 

cagtgtcaga ccagccttct cctcatctga ccaccctcct ctgaccgacg ccccctcctt 4284 

gtctgaaaga aaggagcett gaatggtgga gggaggcagt ggggagaaag gtctcaccgg 4344 

acaggttggg agaatgaggt cageggtget ggggaacaga tggagggggc agtggggaca 44 04 

gggcttgggc agacaccagc aggaataatt tgaaatgtgt gaggtgactc cccggagggc 4464 

cttgggcttg ggcatttggg aaaagaatga tgtctggaag ggcttaaggg acacagtgga 4524 

cgaggggaga gtcctcatct gctggcattt tgtggggtgt tagtgccaaa cttgaatagg 4584 

ggctggggtg ctgtcttcca ctgacaccca aatccagaat ccctggtctt gagtcccaga 4644 

actttgcctc ttgactgtcc etc 4667 

<210> 2 
<211> 835 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Trp 


Leu 


Leu 


Ala 


Leu 


Cys 


Leu 


Val 


Gly 


Leu 


Ala 


Gly 


Ala 


Gin 


Arg 


1 








5 










10 










15 




Gly 


Gly 


Gly 


Gly 


Pro 


Gly 


Gly 


Gly 


Ala 


Pro 


Gly 


Gly 


Pro 


Gly 


Leu 


Gly 








20 










25 










30 






Leu 


Gly 


Ser 


Leu Gly 


Glu 


Glu 


Arg 


Phe 


Pro 


Val 


Val 


Asn 


Thr 


Ala 


Tyr 






35 










40 










45 








Gly 


Arg 


Val 


Arg Gly 


Val 


Arg 


Arg 


Glu 


Leu 


Asn 


Asn 


Glu 


He 


Leu 


Gly 




50 










55 










60 










Pro 


Val 


Val 


Gin 


Phe 


Leu 


Gly 


Val 


Pro 


Tyr 


Ala 


Thr 


Pro 


Pro 


Leu 


Gly 


65 










70 










75 










80 


Ala 


Arg 


Arg 


Phe 


Gin 


Pro 


Pro 


Glu 


Ala 


Pro 


Ala 


Ser 


Trp 


Pro 


Gly 


Val 










85 










90 










95 




Arg 


Asn 


Ala 


Thr 


Thr 


Leu 


Pro 


Pro 


Ala 


Cys 


Pro 


Gin 


Asn 


Leu 


His 


Gly 








100 










105 










110 






Ala 


Leu 


Pro 


Ala 


He 


Met 


Leu 


Pro 


Val 


Trp 


Phe 


Thr 


Asp 


Asn 


Leu 


Glu 






115 










120 










125 








Ala 


Ala 


Ala 


Thr 


Tyr 


Val 


Gin 


Asn 


Gin 


Ser 


Glu 


Asp 


Cys 


Leu 


Tyr 


Leu 




130 










135 










140 










Asn 


Leu 


Tyr 


Val 


Pro 


Thr 


Glu 


Asp 


Gly 


Pro 


Leu 


Thr 


Lys 


Lys 


Arg 


Asp 


145 










150 










155 










160 


Glu 


Ala 


Thr 


Leu 


Asn 


Pro 


Pro 


Asp 


Thr 


Asp 


He 


Arg 


Asp 


Pro 


Gly 


Lys 










165 










170 










175 




Lys 


Pro 


Val 


Met 


Leu 


Phe 


Leu 


His 


Gly 


Gly 


Ser 


Tyr 


Met 


Glu 


Gly 


Thr 








180 










185 










190 






Gly 


Asn 


Met 


Phe 


Asp 


Gly 


Ser 


Val 


Leu 


Ala 


Ala 


Tyr 


Gly 


Asn 


Val 


He 






195 










200 










205 








Val 


Ala 


Thr 


Leu 


Asn 


Tyr 


Arg 


Leu 


Gly 


Val 


Leu 


Gly 


Phe 


Leu 


Ser 


Thr 




210 










215 










220 










Gly 


Asp 


Gin 


Ala 


Ala 


Lys 


Gly 


Asn 


Tyr 


Gly 


Leu 


Leu 


Asp 


Gin 


He 


Gin 


225 










230 










235 










240 


Ala 


Leu 


Arg 


Trp 


Leu 


Ser 


Glu 


Asn 


He 


Ala 


His 


Phe 


Gly 


Gly 


Asp 


Pro 










245 










250 










255 




Glu 


Arg 


He 


Thr 


He 


Phe 


Gly 


Ser 


Gly 


Ala 


Gly 


Ala 


Ser 


Cys 


Val 


Asn 








260 










265 










270 






Leu 


Leu 


He 


Leu 


Ser 


His 


His 


Ser 


Glu 


Gly 


Leu 


Phe 


Gin 


Lys 


Ala 


He 






275 










280 










285 








Ala 


Gin 


Ser 


Gly Thr 


Ala 


He 


Ser 


Ser 


Trp 


Ser 


Val 


Asn 


Tyr 


Gin 


Pro 




290 










295 










300 










Leu 


Lys 


Tyr 


Thr Arg 


Leu 


Leu 


Ala 


Ala 


Lys 


Val 


Gly 


Cys 


Asp 


Arg 


Glu 


305 










310 










315 










320 


Asp 


Ser 


Ala 


Glu 


Ala 


Val 


Glu 


Cys 


Leu 


Arg 


Arg 


Lys 


Pro 


Ser 


Arg 


Glu 










325 










330 










335 




Leu 


Val 


Asp 


Gin 


Asp 


Val 


Gin 


Pro 


Ala 


Arg 


Tyr 


His 


He 


Ala 


Phe 


Gly 








340 










345 










350 






Pro 


Val 


Val 


Asp Gly 


Asp 


Val 


Val 


Pro 


Asp 


Asp 


Pro 


Glu 


He 


Leu 


Met 






355 










360 










365 








Gin 


Gin 


Gly 


Glu 


Phe 


Leu 


Asn 


Tyr 


Asp 


Met 


Leu 


He 


Gly 


Val 


Asn 


Gin 




370 










375 










380 










Gly 


Glu 


Gly 


Leu 


Lys 


Phe 


Val 


Glu 


Asp 


Ser 


Ala 


Glu 


Ser 


Glu 


Asp 


Gly 


385 










390 










395 










400 


Val 


Ser 


Ala 


Ser 


Ala 


Phe 


Asp 


Phe 


Thr 


Val 


Ser 


Asn 


Phe 


Val 


Asp 


Asn 










405 










410 










415 




Leu 


Tyr 


Gly 


Tyr 


Pro 


Glu 


Gly 


Lys 


Asp 


Val 


Leu 


Arg 


Glu 


Thr 


He 


Lys 








420 










425 










430 






Phe 


Met 


Tyr 


Thr 


Asp 


Trp 


Ala 


Asp 


Arg 


Asp 


Asn 


Gly 


Glu 


Met 


Arg 


Arg 






435 










440 










445 
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Lys Thr Leu Leu 
450 

Val Ala Thr Ala 
465 

Tyr Thr Phe Tyr 

Asp Ala Ala His 
500 

Val Gly Ala Thr 
515 

Met Leu Ser Ala 
530 

Gly Asp Pro Asn 
545 

Lys Pro Asn Arg 

Glu Lys Gin Tyr 
580 

Tyr Arg Ala Asn 
595 

His Asn Leu His 
610 

Tyr Ala Thr Arg 
625 

Arg Arg Pro Pro 

Pro Gly Pro Arg 
660 

Ser Thr Glu Leu 
675 

Leu Asn lie Leu 
690 

Gin Glu Leu Arg 
705 

Gly Val Pro Gly 

Pro Pro Glu Glu 
740 

Val Gly Ala Asp 
755 

Tyr Thr Leu Ala 
770 

Pro Gly Ala Leu 
785 

Pro Pro Pro Pro 

Pro Thr Ala Thr 
820 

Thr Arg Val 
835 



Ala Leu Phe Thr 
455 

Lys Leu His Ala 
470 

His His Cys Gin 
485 

Gly Asp Glu Leu 

Asp Leu Phe Pro 
520 

Val Val Met Thr 
535 

Gin Pro Val Pro 
550 

Phe Glu Glu Val 
565 

Leu His lie Gly 

Lys Val Ala Phe 
600 

Thr Glu Leu Phe 
615 

Trp Pro Pro Arg 
630 

Pro Pro Ala Thr 
645 

Ala Tyr Asp Arg 

Ser Val Thr Val 
680 

Ala Phe Ala Ala 
695 

Cys Arg Arg Leu 
710 

Gly Gly Pro Leu 
725 

Glu Leu Val Ser 

Pro Ala Glu Ala 
760 

Leu Arg Arg Ala 
775 

Thr Leu Leu Pro 
790 

Ser Leu His Pro 
805 

Ser His Asn Asn 



Asp His Gin Trp 
460 

Asp Tyr Gin Ser 
475 

Ala Glu Gly Arg 
490 

Pro Tyr Val Phe 
505 

Cys Asn Phe Ser 

Tyr Trp Thr Asn 
540 

Gin Asp Thr Lys 
555 

Val Trp Ser Lys 
570 

Leu Lys Pro Arg 
585 

Trp Leu Glu Leu 

Thr Thr Thr Thr 
620 

Pro Pro Ala Gly 
635 

Leu Pro Pro Glu 
650 

Phe Pro Gly Asp 
665 

Ala Val Gly Ala 

Leu Tyr Tyr Lys 
700 

Ser Pro Pro Gly 
715 

Leu Pro Ala Ala 
730 

Leu Gin Leu Lys 
745 

Leu Arg Pro Ala 

Pro Asp Asp Val 
780 

Ser Gly Leu Gly 
795 

Phe Gly Pro Phe 
810 

Thr Leu Pro His 
825 



Val Ala Pro Ala 

Pro Val Tyr Phe 
480 

Pro Glu Trp Ala 
495 

Gly Val Pro Met 
510 

Lys Asn Asp Val 
525 

Phe Ala Lys Thr 

Phe He His Thr 
560 

Phe Asn Ser Lys 
575 

Val Arg Asp Asn 
590 

Val Pro His Leu 
605 

Arg Leu Pro Pro 

Ala Pro Gly Thr 
640 

Pro Glu Pro Glu 
655 

Ser Arg Asp Tyr 
670 

Ser Leu Leu Phe 
685 

Arg Asp Arg Arg 

Gly Ser Gly Ser 
720 

Gly Arg Glu Leu 
735 

Arg Gly Gly Gly 
750 

Cys Pro Pro Asp 
765 

Pro Leu Leu Ala 

Pro Pro Pro Pro 
800 

Pro Pro Pro Pro 
815 

Pro His Ser Thr 
830 



<210> 3 

<211> 2508 

<212> DNA 

<213> Homo sapiens 



<400> 3 
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atgtggctcc tggcgctgtg tctggtgggg ctggcggggg ctcaacgcgg gggagggggt 60 

cccggcggcg gcgccccggg cggccccggc ctgggcctcg gcagcctcgg cgaggagcgc 120 

ttcccggtgg tgaacacggc ctacgggcga gtgcgcggtg tgcggcgcga gctcaacaac 180 

gagatcctgg gccccgtcgt gcagttcttg ggcgtgccct acgccacgcc gcccctgggc 240 

gcccgccgct tccagccgcc tgaggcgccc gcctcgtggc ccggcgtgcg caacgccacc 3 00 

accctgccgc ccgcctgccc gcagaacctg cacggggcgc tgcccgccat catgctgcct 36 0 

gtgtggttca ccgacaactt ggaggcggcc gccacctacg tgcagaacca gagcgaggac 42 0 

tgcctgtacc tcaacctcta cgtgcccacc gaggacggtc cgctcacaaa aaaacgtgac 480 

gaggcgacgc tcaatccgcc agacacagat atccgtgacc ctgggaagaa gcctgtgatg 540 

ctgtttctcc atggcggctc ctacatggag gggaccggaa acatgttcga tggctcagtc 6 00 

ctggctgcct atggcaacgt cattgtagcc acgctcaact accgtcttgg ggtgctcggt 660 

tttctcagca ccggggacca ggctgcaaaa ggcaactatg ggctcctgga ccagatccag 72 0 

gccctgcgct ggctcagtga aaacatcgcc cactttgggg gcgaccccga gcgtatcacc 78 0 

atctttggtt ccggggcagg ggcctcctgc gtcaaccttc tgatcctctc ccaccattca 840 

gaagggctgt tccagaaggc catcgcccag agtggcaccg ccatttccag ctggtctgtc 900 

aactaccagc cgctcaagta cacgcggctg ctggcagcca aggtgggctg tgaccgagag 960 

gacagtgctg aagctgtgga gtgtctgcgc cggaagccct cccgggagct ggtggaccag 1020 

gacgtgcagc ctgcccgcta ccacatcgcc tttgggcccg tggtggatgg cgacgtggtc 1080 

cccgatgacc ctgagatcct catgcagcag ggagaattcc tcaactacga catgctcatc 114 0 

ggcgtcaacc agggagaggg cctcaagttc gtggaggact ctgcagagag cgaggacggt 1200 

gtgtctgcca gcgcctttga cttcactgtc tccaactttg tggacaacct gtatggctac 1260 

ccggaaggca aggatgtgct tcgggagacc atcaagttta tgtacacaga ctgggccgac 1320 

cgggacaatg gcgaaatgcg ccgcaaaacc ctgctggcgc tctttactga ccaccaatgg 1380 

gtggcaccag ctgtggccac tgccaagctg cacgccgact accagtctcc cgtctacttt 144 0 

tacaccttct accaccactg ccaggcggag ggccggcctg agtgggcaga tgcggcgcac 1500 

ggggatgaac tgccctatgt ctttggcgtg cccatggtgg gtgccaccga cctcttcccc 156 0 

tgtaacttct ccaagaatga cgtcatgctc agtgccgtgg tcatgaccta ctggaccaac 1620 

ttcgccaaga ctggggaccc caaccagccg gtgccgcagg ataccaagtt catccacacc 1680 

aagcccaatc gcttcgagga ggtggtgtgg agcaaattca acagcaagga gaagcagtat 1740 

ctgcacatag gcctgaagcc acgcgtgcgt gacaactacc gcgccaacaa ggtggccttc 1800 

tggctggagc tcgtgcccca cctgcacaac ctgcacacgg agctcttcac caccaccacg 1860 

cgcctgcctc cctacgccac gcgctggccg cctcgtcccc ccgctggcgc cccgggcaca 1920 

cgccggcccc cgccgcctgc caccctgcct cccgagcccg agcccgagcc cggcccaagg 1980 

gcctatgacc gcttccccgg ggactcacgg gactactcca cggagctgag cgtcaccgtg 2 040 

gccgtgggtg cctccctcct cttcctcaac atcctggcct ttgctgccct ctactacaag 2100 

cgggaccggc ggcaggagct gcggtgcagg cggcttagcc cacctggcgg ctcaggctct 2160 

ggcgtgcctg gtgggggccc cctgctcccc gccgcgggcc gtgagctgcc accagaggag 2220 

gagctggtgt cactgcagct gaagcggggt ggtggcgtcg gggcggaccc tgccgaggct 2280 

ctgcgccctg cctgcccgcc cgactacacc ctggccctgc gccgggcacc ggacgatgtg 2340 

cctctcttgg cccccggggc cctgaccctg ctgcccagtg gcctggggcc accgccaccc 2400 

ccaccgcccc cctcccttca tcccttcggg cccttccccc cgccccctcc caccgccacc 2460 

agccacaaca acacgctacc ccacccccac tccaccactc gggtatag 2508 

<210> 4 
<211> 585 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence 
<400> 4 

Leu Leu Val Ala Thr Asn Asn Val Leu Cys Gly Lys Val Arg Gly Val 

15 10 15 

Asn Glu Lys Thr Asp Asn Gly Glu Gin Ser Val Tyr Ser Phe Leu Gly 

20 25 30 

lie Pro Tyr Ala Glu Pro Pro Val Gly Asn Leu Arg Phe Lys Ala Pro 



I 



9 



35 

Gin Pro Tyr Lys 
50 

Pro Pro Ser Cys 
65 

Leu Lys Val Ala 

Gly Leu Lys Leu 
100 

Lys Asn Thr Lys 
115 

Gly Gly Gly Phe 
130 

Tyr Asp Gly Glu 
145 

lie Asn Tyr Arg 

Lys Leu Pro Gly 
180 

Ala Leu Lys Trp 
195 

Asn Ser Val Thr 
210 

Leu Leu Leu Leu 
225 

Leu Phe His Arg 

Ala lie Gin Ser 
260 

Arg Leu Leu Gly 
275 

Leu Arg Ser Lys 
290 

Leu Leu Phe Glu 
305 

Pro Val Val Asp 

Pro Glu Glu Leu 
340 

He Gly Val Thr 
355 

Asn Ala Ser Ser 
370 

Asp Val Trp Leu 
385 

Ala Leu Asn He 

Lys Tyr Pro Gly 
420 

Asn Leu Gin Asp 
435 

Val Ala Ala Asp 
450 

Tyr Val Phe Asp 
465 

Lys Arg Val Asp 



40 

Glu Pro Trp Ser 
55 

Leu Gin Asp Asp 
70 

Leu Lys Met Leu 
85 

Ser Glu Asp Cys 

Pro Asn Ser Lys 
120 

Met Phe Gly Ser 
135 

Ser Leu Ala Arg 
150 

Leu Gly Pro Leu 
165 

Ser Gly Asn Tyr 

Val Gin Asp Asn 
200 

He Phe Gly Glu 
215 

Ser Asn Gly Gly 
230 

Ala He Ser Gin 
245 

Glu Ser Asn Ala 

Cys Asn Glu Thr 
280 

Ser Ala Glu Glu 
295 

Tyr Val Pro Phe 
310 

Gly Asp Asp Ala 
325 

He Lys Glu Gly 

Lys Asp Glu Gly 
360 

Lys Gly Glu Asp 
375 

Glu Leu Leu Lys 
390 

Lys Asp Met Asp 
405 

Asp Val Asp Asp 

Met Leu Thr Asp 
440 

Leu His Ala Lys 
455 

His Pro Ala Ser 
470 

Pro Glu Phe Gly 
485 



Asp 


Val 


Leu 


Asp 








60 


Asp 


Phe 


Gly 


Phe 






75 




Ser Leu Gly 


Trp 




90 






Leu 


Tyr 


Leu 


Asn 


105 








Leu 


Pro 


Val 


Met 


Gly His 


Ser 


Leu 








140 


Glu Gly Asn 


Val 






155 




Gly 


Phe 


Leu 


Ser 




170 






Gly Leu 


Leu 


Leu 


185 








He 


Ala 


Ala 


Phe 


Ser 


Ala 


Gly 


Ala 








220 


Asp 


Asn 


Pro 


Pro 






235 




Ser Gly 


Ser 


Ala 




250 






Arg 


Gly Arg 


Ala 


265 








Ser 


Ser 


Ser 


Glu 


Leu 


Leu 


Glu 


Ala 








300 


Leu 


Pro 


Leu 


Piie 






315 




Pro 


Glu 


Ala 


Phe 




330 






Lys 


Phe 


Ala 


Asp 


345 








Gly 


Tyr 


Phe 


Ala 


Glu 


Leu 


Lys 


Lys 








380 


Tyr 


Leu 


Leu 


Piie 






395 




Asp 


Leu 


Ala 


Asp 




410 






Phe 


Ser 


Val 


Glu 


425 








Leu 


Leu 


Phe 


Lys 


His 


Gly Gly 


Ser 








460 


Phe 


Gly 


He 


Gly 






475 




Gly Ala 


Val 


His 




490 







45 

Ala Thr Lys Tyr 

Ser Leu Ser Asp 
80 

Asn Lys Leu Val 
95 

Val Tyr Thr Pro 
110 

Val Trp He His 
125 

Pro Leu Ser Leu 

He Val Val Ser 
160 

Thr Gly Asp Asp 
175 

Asp Gin Arg Leu 
190 

Gly Gly Asp Pro 
205 

Ala Ser Val Ser 

Ser Ser Lys Gly 
240 

Leu Ser Pro Trp 
255 

Lys Glu Leu Ala 
270 

Leu Leu Asp Cys 
285 

Thr Arg Ser Phe 

Leu Ala Phe Gly 
320 

He Pro Glu Asp 
335 

Val Pro Tyr Leu 
350 

Ala Met Leu Leu 
365 

Glu Thr Asn Pro 

Tyr Ala Ser Glu 
400 

Lys Val Leu Glu 
415 

Ser Arg Lys Pro 
430 

Cys Pro Thr Arg 
445 

Pro Val Tyr Ala 

Gin Phe Leu Ala 
480 

Gly Asp Glu He 
495 



Phe Phe Val Phe 
500 

Thr Glu Glu Glu 
515 

Ala Asn Phe Ala 
530 

Leu Val Val Trp 
545 

Leu lie Leu Leu 

Pro Arg Lys Val 
580 



Gly Asn Pro Leu 

Glu Lys Ser Ser 
520 

Lys Thr Gly Asn 
535 

Pro Lys Tyr Thr 
550 

Thr Thr lie Thr 
565 

Leu Cys Asn Phe 



Leu Lys Glu Gin 
505 

Ser Lys Thr Met 

Pro Asn Asn Gly 
540 

Ser Glu Glu Gin 
555 

Ala Gin Lys Leu 
570 

Trp 
585 



Leu Tyr Lys Ala 
510 

Met Asn Tyr Trp 
525 

Thr Ser Asn Gly 

Lys Tyr Ser Leu 
560 

Lys Ala Arg Asp 
575 



<210> 5 

<211> 836 

<212> PRT 

<213> Rattus norvegicus 



<400> 5 

Met Trp Leu Leu 
1 

Gly Gly Gly Gly 
20 

Leu Gly Ser Leu 
35 

Gly Arg Val Arg 
50 

Pro Val Val Gin 
65 

Ala Arg Arg Phe 

Arg Asn Ala Thr 
100 

Ala Leu Pro Ala 
115 

Ala Ala Ala Thr 
130 

Asn Leu Tyr Val 
145 

Glu Ala Thr Leu 

Lys Pro Val Met 
180 

Gly Asn Met Phe 
195 

Val Ala Thr Leu 
210 

Gly Asp Gin Ala 
225 

Ala Leu Arg Trp 

Glu Arg lie Thr 
260 

Leu Leu lie Leu 
275 

Ala Gin Ser Gly 
290 



Ala Leu Cys Leu 
5 

Pro Gly Gly Gly 

Gly Glu Glu Arg 
40 

Gly Val Arg Arg 
55 

Phe Leu Gly Val 
70 

Gin Pro Pro Glu 
85 

Thr Leu Pro Pro 

lie Met Leu Pro 
120 

Tyr Val Gin Asn 
135 

Pro Thr Glu Asp 
150 

Asn Pro Pro Asp 
165 

Leu Phe Leu His 

Asp Gly Ser Val 
200 

Asn Tyr Arg Leu 
215 

Ala Lys Gly Asn 
230 

Leu Ser Glu Asn 
245 

lie Phe Gly Ser 

Ser His His Ser 
280 

Thr Ala lie Ser 
295 



Val Gly Leu Ala 
10 

Ala Pro Gly Gly 
25 

Phe Pro Val Val 

Glu Leu Asn Asn 
60 

Pro Tyr Ala Thr 
75 

Ala Pro Ala Ser 
90 

Ala Cys Pro Gin 
105 

Val Trp Phe Thr 

Gin Ser Glu Asp 
140 

Gly Pro Leu Thr 
155 

Thr Asp lie Arg 
170 

Gly Gly Ser Tyr 
185 

Leu Ala Ala Tyr 

Gly Val Leu Gly 
220 

Tyr Gly Leu Leu 
235 

lie Ala His Phe 
250 

Gly Ala Gly Ala 
265 

Glu Gly Leu Phe 

Ser Trp Ser Val 
300 



Gly Ala Gin Arg 
15 

Pro Gly Leu Gly 
30 

Asn Thr Ala Tyr 
45 

Glu lie Leu Gly 

Pro Pro Leu Gly 
80 

Trp Pro Gly Val 
95 

Asn Leu His Gly 
110 

Asp Asn Leu Glu 
125 

Cys Leu Tyr Leu 

Lys Lys Arg Asp 
160 

Asp Ser Gly Lys 
175 

Met Glu Gly Thr 
190 

Gly Asn Val lie 
205 

Phe Leu Ser Thr 

Asp Gin lie Gin 
240 

Gly Gly Asp Pro 
255 

Ser Cys Val Asn 
270 

Gin Lys Ala lie 
285 

Asn Tyr Gin Pro 




11 



Leu 


Lys 


Tyr 


Thr 


Arg 


Leu 


Leu 


Ala 


Ala 


Lys 


Val 


Gly 


Cys 


Asp 


Arg 


Glu 


305 










310 










315 










320 


Asp 


Ser 


Thr 


Glu 


Ala 


Val 


Glu 


Cys 


Leu Arg 


Arg 


Lys 


Ser 


Ser 


Arg 


Glu 










325 










330 










335 




Leu 


Val 


Asp 


Gin 


Asp 


Val 


Gin 


Pro 


Ala 


Arg 


Tyr 


His 


He 


Ala 


Phe 


Gly 








340 










345 










350 






Pro 


Val 


Val 


Asp 


Gly 


Asp 


Val 


Val 


Pro 


Asp 


Asp 


Pro 


Glu 


He 


Leu 


Met 






355 










360 










365 








Gin 


Gin 


Gly 


Glu 


Phe 


Leu 


Asn 


Tyr 


Asp 


Met 


Leu 


He 


Gly 


Val 


Asn 


Gin 




370 










375 










380 










Gly 


Glu 


Gly 


Leu 


Lys 


Phe 


Val 


Glu 


Asp 


Ser 


Ala 


Glu 


Ser 


Glu 


Asp 


Gly 


385 










390 










395 










400 


Val 


Ser 


Ala 


Ser 


Ala 


Phe 


Asp 


Phe 


Thr 


Val 


Ser 


Asn 


Phe 


Val 


Asp 


Asn 










405 










410 










415 




Leu 


Tyr 


Gly 


Tyr 


Pro 


Glu 


Gly Lys 


Asp 


Val 


Leu 


Arg 


Glu 


Thr 


He 


Lys 








420 










425 










430 






Phe 


Met 


Tyr 


Thr 


Asp 


Trp 


Ala 


Asp 


Arg 


Asp 


Asn 


Gly 


Glu 


Met 


Arg 


Arg 






435 










440 










445 








Lys 


Thr 


Leu 


Leu 


Ala 


Leu 


Phe 


Thr 


Asp 


His 


Gin 


Trp 


Val 


Ala 


Pro 


Ala 




450 










455 










460 










Val 


Ala 


Thr 


Ala 


Lys 


Leu 


His 


Ala 


Asp 


Tyr 


Gin 


Ser 


Pro 


Val 


Tyr 


Phe 


465 










470 










475 










480 


Tyr 


Thr 


Phe 


Tyr 


His 


His 


Cys 


Gin 


Ala 


Glu 


Gly 


Arg 


Pro 


Glu 


Trp 


Ala 










485 










490 










495 




Asp 


Ala 


Ala 


His 


Gly 


Asp 


Glu 


Leu 


Pro 


Tyr 


Val 


Phe 


Gly 


Val 


Pro 


Met 








500 










505 










510 






Val 


Gly 


Ala 


Thr 


Asp 


Leu 


Phe 


Pro 


Cys 


Asn 


Phe 


Ser 


Lys 


Asn 


Asp 


Val 






515 










520 










525 








Met 


Leu 


Ser 


Ala 


Val 


Val 


Met 


Thr 


Tyr 


Trp 


Thr 


Asn 


Phe 


Ala 


Lys 


Thr 




530 










535 










540 










Gly 


Asp 


Pro 


Asn 


Gin 


Pro 


Val 


Pro 


Gin Asp 


Thr 


Lys 


Phe 


He 


His 


Thr 


545 










550 










555 










560 


Lys 


Pro 


Asn 


Arg 


Phe 


Glu 


Glu 


Val 


Val 


Trp 


Ser 


Lys 


Phe 


Asn 


Ser 


Lys 










565 










570 










575 




Glu 


Lys 


Gin 


Tyr 


Leu 


His 


lie 


Gly 


Leu 


Lys 


Pro 


Arg 


Val 


Arg 


Asp 


Asn 








580 










585 










590 






Tyr 


Arg 


Ala 


Asn 


Lys 


Val 


Ala 


Phe 


Trp 


Leu 


Glu 


Leu 


Val 


Pro 


His 


Leu 






595 










600 










605 








His 


Asn 


Leu 


His 


Thr 


Glu 


Leu 


Phe 


Thr 


Thr 


Thr 


Thr 


Arg 


Leu 


Pro 


Pro 




610 










615 










620 










Tyr 


Ala 


Thr 


Arg 


Trp 


Pro 


Pro 


Arg 


Thr 


Pro 


Gly 


Pro 


Gly 


Thr 


Ser 


Gly 


625 










630 










635 










640 


Thr 


Arg 


Arg 


Pro 


Pro 


Pro 


Pro 


Ala 


Thr 


Leu 


Pro 


Pro 


Glu 


Ser 


Asp 


He 










645 










650 










655 




Asp 


Leu 


Gly 


Pro 


Arg 


Ala 


Tyr 


Asp 


Arg 


Phe 


Pro 


Gly 


Asp 


Ser 


Arg 


Asp 








660 










665 










670 






Tyr 


Ser 


Thr 


Glu 


Leu 


Ser 


Val 


Thr 


Val 


Ala 


Val 


Gly 


Ala 


Ser 


Leu 


Leu 






675 










680 










685 








Phe 


Leu 


Asn 


lie 


Leu 


Ala 


Phe 


Ala 


Ala 


Leu 


Tyr 


Tyr 


Lys 


Arg 


Asp 


Arg 




690 










695 










700 










Arg 


Gin 


Glu 


Leu 


Arg 


Cys 


Arg 


Arg 


Leu 


Ser 


Pro 


Pro 


Gly 


Gly 


Ser 


Gly 


705 










710 










715 










720 


Ser 


Gly 


Val 


Pro 


Gly 


Gly 


Gly 


Pro 


Leu 


Leu 


Pro 


Thr 


Ala 


Gly 


Arg 


Glu 










725 










730 










735 




Leu 


Pro 


Pro 


Glu 


Glu 


Glu 


Leu 


Val 


Ser 


Leu 


Gin 


Leu 


Lys 


Arg 


Gly 


Gly 








740 










745 










750 






Gly 


Val 


Gly 


Ala 


Asp 


Pro 


Ala 


Glu 


Ala 


Leu 


Arg 


Pro 


Ala 


Cys 


Pro 


Pro 




12 







755 










760 










765 








Asp 


Tyr 


Thr 


Leu 


Ala 


Leu 


Arg 


Arg 


Ala 


Pro 


Asp 


Asp 


Val 


Pro 


Leu 


Leu 




770 










775 










780 










Ala 


Pro 


Gly 


Ala 


Leu 


Thr 


Leu 


Leu 


Pro 


Ser 


Gly 


Leu 


Gly 


Pro 


Pro 


Pro 


785 










790 










795 










800 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser 


Leu 


TT 4 Q 


Pro 


xr lit: 




if 


Phe 


Pro 


Pro 


Pro 










805 










810 










815 




Pro 


Pro 


Thr 


Ala 


Thr 


Ser 


His 


Asn 


Asn 


Thr 


Leu 


Pro 


His 


Pro 


His 


Ser 








820 










825 










830 






Thr 


Thr 


Arg 


Val 






























835 




























<210> 6 






























<211> 550 




























<212> PRT 




























<213> Homo sapiens 
























<400> 6 






























Lys 


Ala 


He 


Ala 


Gin 


Ser 


Gly Thr Ala 


He 


Ser 


Ser 


Trp 


Ser 


Val 


Asn 


1 








5 










10 










15 




Tyr 


Gin 


Pro 


Leu 


Lys 


Tyr 


Thr Arg 


Leu 


Leu 


Ala 


Ala 


Lys 


Val 


Gly 


Cys 








20 










25 










30 






Asp 


Arg 


Glu 


Asp 


Ser 


Ala 


Glu 


Ala 


Val 


Glu 


Cys 


Leu 


Arg 


Arg 


Lys 


Pro 






35 










40 










45 








Ser 


Arg 


Glu 


Leu 


Val 


Asp 


Gin Asp 


Val 


Gin 


Pro 


Ala 


Arg 


Tyr 


His 


He 




50 










55 










60 










Ala 


Phe 


Gly 


Pro 


Val 


Val 


Asp Gly Asp 


Val 


Val 


Pro 


Asp 


Asp 


Pro 


Glu 


65 










70 










75 










80 


He 


Leu 


Met 


Gin 


Gin 


Gly 


Glu 


Phe 


Leu 


Asn 


Tyr 


Asp 


Met 


Leu 


He 


Gly 










85 










90 










95 




Val 


Asn 


Gin 


Gly 


Glu Gly 


Leu 


Lys 


Phe 


Val 


Glu Asp 


Ser 


Ala 


Glu 


Ser 








100 










105 










110 






Glu 


Asp 


Gly 


Val 


Ser 


Ala 


Ser 


Ala 


Phe 


Asp 


Phe 


Thr 


Val 


Ser 


Asn 


Phe 






115 










120 










125 








Val 


Asp 


Asn 


Leu 


Tyr Gly 


Tyr 


Pro 


Glu 


Gly Lys Asp 


Val 


Leu 


Arg 


Glu 




130 










135 










140 










Thr 


He 


Lys 


Phe 


Met 


Tyr 


Thr 


Asp 


Trp 


Ala 


Asp 


Arg 


Asp 


Asn 


Gly 


Glu 


145 










150 










155 










160 


Met 


Arg 


Arg 


Lys 


Thr 


Leu 


Leu 


Ala 


Leu 


Phe 


Thr 


Asp 


His 


Gin 


Trp 


Val 










165 










170 










175 




Ala 


Pro 


Ala 


Val 


Ala 


Thr 


Ala 


Lys 


Leu 


His 


Ala Asp 


Tyr 


Gin 


Ser 


Pro 








180 










185 










190 






Val 


Tyr 


Phe 


Tyr 


Thr 


Phe 


Tyr 


His 


His 


Cys 


Gin 


Ala 


Glu Gly 


Arg 


Pro 






195 










200 










205 








Glu 


Trp 


Ala 


Asp 


Ala 


Ala 


His 


Gly Asp 


Glu 


Leu 


Pro 


Tyr 


Val 


Phe 


Gly 




210 










215 










220 










Val 


Pro 


Met 


Val 


Gly Ala 


Thr 


Asp 


Leu 


Phe 


Pro 


Cys 


Asn 


Phe 


Ser 


Lys 


225 










230 










235 










240 


Asn 


Asp 


Val 


Met 


Leu 


Ser 


Ala 


Val 


Val 


Met 


Thr 


Tyr 


Trp 


Thr 


Asn 


Phe 










245 










250 










255 




Ala 


Lys 


Thr 


Gly 


Asp 


Pro 


Asn 


Gin 


Pro 


Val 


Pro 


Gin 


Asp 


Thr 


Lys 


Phe 








260 










265 










270 






He 


His 


Thr 


Lys 


Pro 


Asn 


Arg 


Phe 


Glu 


Glu 


Val 


Val 


Trp 


Ser 


Lys 


Phe 






275 










280 










285 








Asn 


Ser 


Lys 


Glu 


Lys 


Gin 


Tyr 


Leu 


His 


He 


Gly Leu 


Lys 


Pro 


Arg 


Val 




290 










295 










300 










Arg 


Asp 


Asn 


Tyr 


Arg 


Ala 


Asn 


Lys 


Val 


Ala 


Phe 


Trp 


Leu 


Glu 


Leu 


Val 



305 








310 










315 








320 


Pro His 


Leu 


His 


Asn 


Leu 


His 


Thr 


Glu 


Leu 


Phe 


Thr 


Thr 


Thr 


Thr Arg 








325 










330 










335 


Leu Pro 


Pro 


Tyr 


Ala 


Thr 


Arg 


Trp 


Pro 


Pro 


Arg 


Pro 


Pro 


Ala 


Gly Ala 






340 










345 










350 




Pro Gly 


Thr 


Arg 


Arg 


Pro 


Pro 


Pro 


Pro 


Ala 


Thr 


Leu 


Pro 


Pro 


Glu Pro 


355 










360 










365 






Glu Pro 


Glu 


Pro Gly 


Pro 


Arg 


Ala 


Tyr 


Asp 


Arg 


Phe 


Pro Gly 


Asp Ser 


370 










375 










380 








Arg Asp 


Tyr 


Ser 


Thr 


Glu 


Leu 


Ser 


Val 


Thr 


Val 


Ala 


Val 


Gly 


Ala Ser 


385 






390 










395 








400 


Leu Leu 


Phe 


Leu 


Asn 


He 


Leu 


Ala 


Phe 


Ala 


Ala 


Leu 


Tyr 


Tyr 


Lys Arg 








405 










410 










415 


Asp Arg 


Arg 


Gin 


Glu 


Leu 


Arg 


Cys 


Arg 


Arg 


Leu 


Ser 


Pro 


Pro 


Gly Gly 




420 










425 










430 




Ser Gly Ser 


Gly Val 


Pro 


Gly Gly Gly 


Pro 


Leu 


Leu 


Pro 


Ala 


Ala Gly 




435 










440 










445 






Arg Glu 


Leu 


Pro 


Pro 


Glu 


Glu 


Glu 


Leu 


Val 


Ser 


Leu 


Gin 


Leu 


Lys Arg 


450 










455 










460 








Gly Gly Gly 


Val 


Gly 


Ala 


Asp 


Pro 


Ala 


Glu 


Ala 


Leu 


Arg 


Pro 


Ala Cys 


465 








470 










475 








480 


Pro Pro 


Asp 


Tyr 


Thr 


Leu 


Ala 


Leu Arg 


Arg 


Ala 


Pro 


Asp 


Asp 


Val Pro 




485 










490 










495 


Leu Leu 


Ala 


Pro 


Gly 


Ala 


Leu 


Thr 


Leu 


Leu 


Pro 


Ser 


Gly 


Leu 


Gly Pro 






500 










505 










510 




Pro Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser 


Leu 


His 


Pro 


Phe 


Gly 


Pro 


Phe Pro 




515 










520 










525 






Pro Pro 


Pro 


Pro 


Thr 


Ala 


Thr 


Ser 


His 


Asn 


Asn 


Thr 


Leu 


Pro 


His Pro 


530 










535 










540 








His Ser 


Thr 


Thr 


Arg 


Val 





















545 550 

<210> 7 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Exemplary motif 

<221> VARIANT 
<222> 2 

<223> Xaa = Gly or Arg 

<221> VARIANT 

<222> 4-7, 9, 11, 13 

<223> Xaa = Any amino acid 

<221> VARIANT 
<222> 8 

<223> Xaa = Leu, He, Val, or Met 

<221> VARIANT 
<222> 10 

<223> Xaa = Leu, He, or Val 



<221> VARIANT 



14 



# 



<222> 15 

<223> Xaa = Ser, Thr, Ala, or Gly 
<400> 7 

Phe Xaa Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gly Xaa Ser Xaa Gly 



<210> 8 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Signature domain 

<221> VARIANT 
<222> 3, 7 

<223> Xaa = any amino acid 



1 



5 



10 



15 



<400> 8 

Glu Asp Xaa Cys Leu Tyr Xaa 
1 5 



